Supplementary Figure 1 | Hierarchical clustering of DTCs.
A heatmap was generated based on colonies (horizontal axis) and proteins (vertical axis). Both axes were normalized by mean-subtraction. Distance calculation is based on the correlation coefficient and clusters were constructed with average linkage. Left tiles indicate the representative function of each protein tested in the present study. The three horizontal strips indicate drug concentration (top), drug type (middle), and cell line type. The drug concentration is indicated in grayscale, and the drug type and cell lines are indicated in color. CIS, cisplatin; DTX, docetaxel. 
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